SEQUENCE 



LISTING 



U0> ZHOU, MING-MING 
AGGARWAL, ANEEL 
u „ ^ O, — ' » BROMODOMAIMS 

<130> 2459-1-003 CIP 

<140> 09/784,553 
<141> 2001-02-16 

<150> 09/510,314 
<151> 2000-02-22 

<160> 63 

<17 0> Patentin version 3.0 

<210> 1 
<2H> 3014 
<212> DNA 
<213> Homo sapiens 



60 
120 
180 



— s ssss sss SEES 180 
ssss ssss c irs « = - »« 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 



CC3CCgC lll cggg^g, fcftggc^c ggcggcggcg 

cgctaggggg ^cggggg ctaccagagc ccgagggaga ««gg^H gggcC g 
ggagggtctc 9 ctct «^ gccgtgctcc ggggcggcat Stccgagg c 

— — s|5 '-ess ssss; S|g 

agcctgcggc ^tccgccc g g g tggctgcag c WJ«^? CC gct ccgcggg 

SSi 5£"J S2 E£ === s=: 

taaaatatct ctttacctgt gtccac yy ag agg aaaacct gcgg^ a 

tcfatctatt taagctcttg ^t.gcat tgaacagggt 1200 

gctctttgga aaagaaaccc « « caaaagaaag gcaaacaata gttgagt gg ^ 

ttgtgcagta caaatttagt cacctg 9 tctgga ggcaccatct caacg g ^ 

caaaaatgtt cctaaaccgc ^tcaacta acaaagagaa cta cacaagg tggctg g ^ 

tgcgatctcc caatgatgat atttctgg^ tacctcggta cgaaaccaca CM**^ 1440 
actgcaacgt gccacagttc tgcg * gcg aC aactcctg gaa^ y Q() 

SSSSL £K ™ S=£S - 

SSE£ ; =»» » 5! 

"ii USSSS S=£~ SEES - 0 

SEES """"" 



2 



acaagaagat 
gaatgccaaa 
taattaaaga 
tcacagagat 
acctgatgaa 
atgcagatga 
tacctaaaac 
gtgagctaaa 
agataattaa 
tttcatgttt 
agacaggctg 
tttacagcac 
tcatggaacc 
tggatctgaa 
tcatggcaga 
aatactacaa 
gattaattga 
gcctaaagca 



cctgatgtgg 
agaatacatc 
tggccgtgtt 
tgtcttctgt 
tcatttgaaa 
atatgcaatt 
caaatatgtt 
tccacggatc 
aaaactgatt 
taaagatgga 
gaaaccgagt 
gctcaagagc 
tgtgaagaga 
aaccatgagt 
cttacagcga 
atgtgccaat 
caagtgattt 
aggt 



ctggttggcc 
acacggctcg 
attggtggta 
gctgtaacct 
gaatatcaca 
ggatacttta 
ggctatatca 
ccgtacacag 
gaaagaaaac 
gttcgacaga 
ggaaaagaga 
atcctccagc 
acagaagctc 
gaacgcctca 
gtctttacca 
atcctggaga 
tttttccccc 



tacagaacgt 
tctttgaccc 
tctgtttccg 
caaatgagca 
taaagcatga 
agaaacaggg 
aggattatga 
aattttctgt 
aggcacaaat 
ttcctataga 
aaagtaaaga 
aggtgaagag 
caggatatta 
agaataggta 
attgcaaaga 
aattcttctt 
tctgcttctt 



tttctcccac 
gaaacacaaa 
tatgttccca 
agtcaagggc 
catcctgaac 
tttctccaaa 
aggagccact 
catcattaaa 
tcgaaaagtt 
aagcattcct 
gcccagagac 
ccatcaaagc 
tgaagttata 
ctacgtgtct 
gtacaacgcc 
cagtaaaatt 
agaaactcac 



cagctgcccc 
acccttgctt 
tctcaaggat 
tatggaacac 
ttcctcacat 
gaaattaaaa 
ttaatgggat 
aagcagaagg 
taccctggac 
ggaattagag 
cctgaccagc 
gcttggccct 
aggttcccca 
aagaaattat 
gctgagagtg 
aaggaagctg 
caagcagtgt 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3014 



<210> 2 

<211> 832 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ser Glu Ala Gly Gly Ala Gly Pro Gly Gly Cys Gly Ala Gly Ala 
1 5 10 15 

Gly Ala Gly Ala Gly Pro Gly Ala Leu Pro Pro Gin Pro Ala Ala Leu 
20 25 30 

Pro Pro Ala Pro Pro Gin Gly Ser Pro Cys Ala Ala Ala Ala Gly Gly 
35 40 45 

Ser Gly Ala Cys Gly Pro Ala Thr Ala Val Ala Ala Ala Gly Thr Ala 
50 55 60 

Glu Gly Pro Gly Gly Gly Gly Ser Ala Arg He Ala Val Lys Lys Ala 
65 70 75 80 

Gin Leu Arg Ser Ala Pro Arg Ala Lys Lys Leu Glu Lys Leu Gly Val 
85 90 95 

Tyr Ser Ala Cys Lys Ala Glu Glu Ser Cys Lys Cys Asn Gly Trp Lys 
100 105 HO 

Asn Pro Asn Pro Ser Pro Thr Pro Pro Arg Ala Asp Leu Gin Gin He 
115 120 125 

He Val Ser Leu Thr Glu Ser Cys Arg Ser Cys Ser His Ala Leu Ala 
130 135 140 

Ala His Val Ser His Leu Glu Asn Val Ser Glu Glu Glu Met Asn Arg 
145 150 155 160 

Leu Leu Gly He Val Leu Asp Val Glu Tyr Leu Phe Thr Cys Val His 
165 170 175 



3 



tys - — - wr Ehe " r - Fh ° Lys 

195 

TT p Glu Gin Gly 

s . r « «« Glu w pr ° 5*. 

210 

vai « ~ « - f 3 » - - - s « S"» P " ~ WS - 

II 01 „ fc n. vjj «. - - «• ~ ^ - ~ " 9 ?» ~ 

Tyr m hi. ~ 1 - « - ?S - " 9 ~ M ~ K ° AS " 

260 

G1 „ Z - « *5 - MU " ~ " ** *" " l ~ S 

2 «n « - M »° RW " " 5 

aw «. M « L ~ ~ - S ; - ~ - - SS s " 

340 

Ph . ... Z ». ~ « ™ - ~ - - s -« si - Tht v>1 

.x. Z « » - - - Tte "« 55 ™ " s " *" - 

185 

t Glu Qln Pro A sn AX. Gly Ser Ser Ser Pro Ma ? . I*- 

Ser Ser Leu Glu Gin 41Q 
405 

„. « « «v ~ - - - s Gly Glu Ly " - Tte 

420 

„ « v. - - «- - - «• ~ ™ Ti - 01y a>P 

Ile P „ 1« «. « i» - - - S « SS "* ** " P K ° 

I ~ « «, ™ «• - - « 5S s " ** Kis s " - 

465 



„ « «» - - ™ - - - «* ^ n « ss ph * 

485 

Hi » v.i v,, en, » ~ - » f 0 ° - "° SS " Ly ' ST. "° ^ 

500 

„« t „ £ V,l Gly « - » « »- ~ S P " 

„. t Pro «» II. £ Ar, - «1 « « « - «' - 

T hr « Ala U» II. W -» «» «• £ &S SS 

545 550 

Arg Met - Pro ~ «■ - - £ "* ^ ^ SS " 

Tte s.r a.„ .1. 1 «x -vs «y w Thr H1 . « »« « 

580 30 

• T ,' ,v. His Asp He Leu Asn Phe Leu Thr Tyr 
Leu Lys Glu Tyr His He Lys His Asp ^ 

595 600 
Al, Asp «. Tyr M- XL «J «. «- «■ - «S ^ S " 

„. T. XL « W Thr ,y» TV, V.l Gly TV, XX. W «P ^ 

625 630 

M *- riv evs Glu Leu Asn Pro Arg He Pro Tyr 
Glu Gly Ala Thr Leu Met Gly Cys Glu ^e ^ 
645 03U 

T hr GI» Ph. S.r V.I XX. XX. Ly» Gl„ W Glu XX. II. ». W 

660 bt>D 

L .„ U. GXu Ar, ,y =X„ AX. Gin IK » «. « « «* ~ 

675 680 
S.r Cy, Phe ,V Asp Gly V.X « «■ XX. ™ XX. «. S.r IX. Pro 

690 695 
Gly II. Arg Gl» Thr GIV Trp W . P- S.r Gly X,. Glu W . S.r Ly. 

Z Pro Arg -P « — «» »S ~ S " %i 

725 /JU 

r His Gin Ser Ma Trp Pro Phe Met Glu Pro Val 



Gin Gin Val Lys Se 

740 /aD 



Lys Arg Thr Glu Ala Pro Gly Tyr Tyr Glu Val He Arg Phe Pro Me, 



755 760 



mv. ^ q P r Glu Arg Leu Lys Asn Arg Tyr Tyr Val Ser 
Asp Leu Lys Thr Met Ser Glu Arg ue 7M 

770 7/b 



^ Asp Leu Gin Arg Val ^ Tnr Asn Cys Lys 
Ly s Lys Leu Phe Met Ala Asp .. ?95 

785 0 „ Ma Asn He Leu 

,1 Ala Glu Ser Glu W CyS ^ * 815 
Glu Tyr Asn Ala Ala Glu 81Q 

-, *i = rlv Leu He Asp Lys 

Glu ws PM « «- « w - {£ ^ »» 



<210> 3 
<211> 25 

<220> 

<221> MOD^RES 



<221> MOD_K^ residues 
< 222> (2) -* t4 no acid; this range may encompass 2-3 
<223> Any ammo acia, 



<220> 



<221> MOD_RES residues 
<222> (6).. (13) range ma y encompass 5-8 

<223> Any amino add; this r 



<220> 

<221> MOD_RES 
<222> (l^) 

<223> Pro, Lys or His 
<220> 

<221> MOD_RES 
<222> (15) 

<223> Any amino acia 
<220> 

<221> MOD_RES 
<222> (17) 

<223> Pro, Lys or His 
<220> 

<221> MOD_RES 
<222> (18) • • (22) 
<223> Any amino acia 

<220> 
1 <221> MOD_RES 
<222> (24) 

<223> Met, He or Val 



r x ~ ~ ~ » » - x " x " " Xaa x ** x " » " 



i 5 



6 



Xaa Xaa Xaa Xaa Xaa Xaa Pro Xaa Asp 
20 25 

<210> 4 
<21'1> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic bromodomain peptide 
<220> 

<221> MOD_RES 
<222> (6) . . (6) 
<223> acetyl lysine 

<400> 4 

He Ser Tyr Gly Arg Xaa Lys Arg Arg Gin Arg Arg 
15 10 

<210> 5 
<211> 14 . 
<212> PRT 

<213> Artificial Sequence 
<220> 

<2 23> synthetic bromodomain peptide 
<220> 

<221> MOD_RES 
<222> (8) . . (8) 
<223> acetyl lysine 

<400> 5 

Ala Arg Lys Ser Thr Gly Gly Xaa Ala Pro Arg Lys Gin Leu 
15 10 

<210> 6 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic bromodomain peptide 
<220> 

<221> MOD_RES 
<222> (8) . . (8) 
<223> acetyl lysine 

<400> 6 

Gin Ser Thr Ser Arg His Lys Xaa Leu Met Phe Lys Thr Glu 
15 10 
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<210> 7 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<220> 

<22 3> bromodomain peptide 



<400> 7 

Ser Lys Glu Pro Arg Asp Pro Asp Gin Leu Tyr Ser Thr Leu Lys Ser 
15 10 15 

lie Leu Gin Gin Val Lys Ser His Gin Ser Ala Trp Pro Phe Met Glu 
20 25 30 ' 



Pro Val Lys Arg Thr Glu Ala Pro 
35 40 

Pro Met Asp Leu Lys Thr Met Ser 
50 55 

Val Ser Lys Lys Leu Phe Met Ala 
65 70 

Cys Lys Glu Tyr Asn Ala Pro Glu 
85 

lie Leu Glu Lys Phe Phe Phe Ser 
100 



Gly Tyr Tyr Glu Val lie Arg Ser 
45 

Glu Arg Leu Lys Asn Arg Tyr Tyr 
60 

Asp Leu Gin Arg Val Phe Thr Asn 
75 80 

Ser Glu Tyr Tyr Lys Cys Ala Asn 
90 95 

Lys lie Lys Glu Ala Gly 
105 110 



<210> 8 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 8 

Gly Lys Glu Leu Lys Asp Pro Asp 
1 5 

Leu Leu Ala Gin lie Lys Ser His 
20 

Pro Val Lys Lys Ser Glu Ala Pro 
35 40 

Pro lie Asp Leu Lys Thr Met Thr 
50 55 

Val Thr Arg Lys Leu Phe Val Ala 
65 70 



Gin Leu Tyr Thr Thr Leu Lys Asn 
10 15 

Pro Ser Ala Trp Pro Phe Met Glu 
25 30 

Asp Tyr Tyr Glu Val lie Arg Phe 
45 

Glu Arg Leu Arg Ser Arg Tyr Tyr 
60 

Asp Leu Gin Arg Val lie Ala Asn 
75 80 



Cys Arg Glu Tyr 



Ala Leu Glu Lys 
100 



Asn Pro Pro Asp 
85 

Phe Phe Tyr Phe 



Ser Glu Tyr Cys 
90 

Lys Leu Lys Glu 
105 



Arg Cys Ala Ser 
95 

Gly Gly 
110 



8 



<210> 9 
<211> 109 
<212> PRT 

<213> Tetrahymena thermophila 
<400> 9 

Leu Lys Lys Ser Lys Glu Arg Ser Phe Asn Leu Gin Cys Ala Asn Val 
15 10 15 

lie Glu Asn Met Lys Arg His Lys Gin Ser Trp Pro Phe Leu Asp Pro 
20 25 v 30 

Val Asn Lys Asp Asp Val Pro Asp Tyr Tyr Asp Val lie Thr Asp Pro 
35 40 45 

lie Asp lie Lys Ala lie Glu Lys Lys Leu Gin Asn Asn Gin Tyr Val 
50 55 60 

Asp Lys Asp Gin Phe lie Lys Asp Val Lys Arg lie Phe Thr Asn Ala 
65 70 75 80 

Lys lie Tyr Asn Gin Pro Asp Thr lie Tyr Tyr Lys Ala Ala Lys Glu 
85 90 95 

Leu Glu Asp Phe Val Glu Pro Tyr Leu Thr Lys Leu Lys 
100 105 



<210> 10 

<211> 109 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 10 

Ala Gin Arg Pro Lys Arg Gly Pro His Asp Ala Ala He Gin Asn He 
1 5 10 15 

Leu Thr Glu Leu Gin Asn His Ala Ala Ala Trp Pro Phe Leu Gin Pro 
20 25 30 

Val Asn Lys Glu Glu Val Pro Asp Tyr Tyr Asp Phe He Lys Glu Pro 
35 40 45 

Met Asp Leu Ser Thr Met Glu He Lys Leu Glu Ser Asn Lys Tyr Gin 
50 55 60 

Lys Met Glu Asp Phe He Tyr Asp Ala Arg Leu Val Phe Asn Asn Cys 
65 70 75 80 

Arg Met Tyr Asn Gly Glu Asn Thr Ser Tyr Tyr Lys Tyr Ala Asn Arg 
85 90 95 

Leu Glu Lys Phe Phe Asn Asn Lys Val Lys Glu He Pro 
100 105 



9 



<210> 11 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Lys Lys lie Phe Lys Pro Glu Glu Leu Arg Gin Ala Leu Met Pro Thr 
15 10 15 

Leu Glu Ala Leu Tyr Arg Gin Asp Pro Glu Ser Leu Pro Phe Arg Gin 
20 25 30 

Pro Val Asp Pro Gin Leu Leu Gly lie Pro Asp Tyr Phe Asp lie Val 
35 40 45 

Lys Ser Pro Met Asp Leu Ser Thr lie Lys Arg Lys Leu Asp Thr Gly 
50 55 60 

Gin Tyr Gin Glu Pro Trp Gin Tyr Val Asp Asp lie Trp Leu Met Phe 
65 70 75 80 

Asn Asn Ala Trp Leu Tyr Asn Arg Lys Thr Ser Arg Val Tyr Lys Tyr 
85 90 95 

Cys Ser Lys Leu Ser Glu Val Phe Glu Gin Glu lie Asp Pro Val Met 
100 105 110 



<210> 12 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Lys Lys lie Phe Lys Pro Glu Glu Leu Arg Gin Ala Leu Met Pro Thr 
15 10 15 

Leu Glu Ala Leu Tyr Arg Gin Asp Pro Glu Ser Leu Pro Phe Arg Gin 
20 25 30 

Pro Val Asp Pro Gin Leu Leu Gly lie Pro Asp Tyr Phe Asp lie Val 
35 40 45 

Lys Asn Pro Met Asp Leu Ser Thr lie Lys Arg Lys Leu Asp Thr Gly 
50 55 60 

Gin Tyr Gin Glu Pro Trp Gin Tyr Val Asp Asp Val Trp Leu Met Phe 
65 70 75 80 

Asn Asn Ala Trp Leu Tyr Asn Arg Lys Thr Ser Arg Val Tyr Lys Phe 
85 90 95 

Cys Ser Lys Leu Ala Glu Val Phe Glu Gin Glu lie Asp Pro Val Met 
100 105 110 



<210> 13 
<211> 112 



10 



<212> PRT 

<213> Mus musculus 
<400> 13 * 

Lys Lys lie Phe Lys Pro Glu Glu Leu Arg Gin Ala Leu Met Pro Thr 
1 5 10 15 

Leu Glu Ala Leu Tyr Arg Gin Asp Pro Glu Ser Leu Pro Phe Arg Gin 
20 25 30 

Pro Val Asp Pro Gin Leu Leu Gly lie Pro Asp Tyr Phe Asp lie Val 
35 40 45 

Lys Asn Pro Met Asp Leu Ser Thr lie Lys Arg Lys Leu Asp Thr Gly 
50 55 60 

Gin Tyr Gin Glu Pro Trp Gin Tyr Val Asp Asp Val Arg Leu Met Phe 
65 70 75 80 

Asn Asn Ala Trp Leu Tyr Asn Arg Lys Thr Ser Arg Val Tyr Lys Phe 
85 90 95 

Cys Ser Lys - Leu Ala Glu Val Phe Glu Gin Glu lie Asp Pro Val Met 
100 105 110 



<210> 14 
<211> 111 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 14 

Asp Thr Val Phe Ser Gin Glu Asp Leu lie Lys Phe Leu Leu Pro Val 
15 10 15 

Trp Glu Lys Leu Asp Lys Ser Glu Asp Ala Ala Pro Phe Arg Val Pro 
20 25 30 

Val Asp Ala Lys Leu Leu Asn lie Pro Asp Tyr His Glu lie lie Lys 
35 40 45 

Arg Pro Met Asp Leu Glu Thr Val His Lys Lys Leu Tyr Ala Gly Gin 
50 55 60 

Tyr Gin Asn Ala Gly Gin Phe Cys Asp Asp He Trp Leu Met Leu Asp 
65 70 75 80 

Asn Ala Trp Leu Tyr Asn Arg Lys Asn Ser Lys Val Tyr Lys Tyr Gly 
85 90 95 

Leu Lys Leu Ser Glu Met Phe Val Ser Glu Met Asp Pro Val Met 
100 105 110 



<210> 15 

<211> 110 

<212> PRT 

<213> Homo sapiens 



11 



<400> 15 

Arg Arg Arg Thr Asp Pro Met Val Thr Leu Ser Ser lie Leu Glu Ser 
1 5 10 15 

lie lie Asn Asp Met Arg Asp Leu Pro Asn Thr Tyr Pro Phe His Thr 
20 25 30 

Pro Val Asn Ala Lys Val Val Lys' Asp Tyr Tyr Lys He He Thr Arg 
35 40 45 

Pro Met Asp Leu Gin Thr Leu Arg Glu Asn Val Arg Lys Arg Leu Tyr 
50 55 60 

Pro Ser Arg Glu Glu Phe Arg Glu His Leu Glu Leu He Val Lys Asn 
65 70 75 80 

Ser Ala Thr Tyr Asn Gly Pro Lys His Ser Leu Thr Gin He Ser Gin 
85 90 95 

Ser Met Leu Asp Leu Cys Asp Glu Lys Leu Lys Giu Lys Glu 
100 105 110 



<210> 16 
<211> 110 
<212> PRT 

<213> Mesocricetus auratus 



<400> 16 

Arg Arg Arg Thr 

1 

He He Asn Asp 
20 

Pro Val Asn Ala 
35 

Pro Met Asp Leu 
50 

Pro Ser Arg Glu 
65 

Ser Ala Thr Tyr 



Ser Met Leu Asp 
100 



Asp Pro Met Val 
5 

Met Arg Asp Leu 



Lys Val Val Lys 
40 

Gin Thr Leu Arg 
55 

Glu Phe Arg Glu 
70 

Asn Gly Pro Lys 
85 

Leu Cys Asp Glu 



Thr Leu Ser Ser 
10 

Pro Asn Thr Tyr 
25 

Asp Tyr Tyr Lys 



Glu Asn Val Arg 
60 

His Leu Glu Leu 
75 

His Ser Leu Thr 
90 

Lys Leu Lys Glu 
105 



He Leu Glu Ser 
15 

Pro Phe His Thr 
30 

He He Thr Arg 
45 

Lys Arg Leu Tyr 



He Val Lys Asn 
80 

Gin He Ser Gin 
95 

Lys Glu 
110 



<210> 17 

<211> 111 

<212> PRT 

<213> Homo sapiens 
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<400> 17 

Leu Leu Asp Asp Asp Asp Gin Val Ala Phe Ser Phe lie Leu Asp Asn 
1 5 10 15 

lie Val Thr Gin Lys Met Met Ala Val Pro Asp Ser Trp Pro Phe His 
20 25 30 

His Pro Val Asn Lys Lys Phe Val Pro Asp Tyr Tyr Lys Val lie Val 
35 40 45 

Asn Pro Met Asp Leu Glu Thr He Arg Lys Asn He Ser Lys His Lys 
50 55 60 

Tyr Gin Ser Arg Glu Ser Phe Leu Asp Asp Val Asn Leu He Leu Ala 
65 70 75 80 

Asn Ser Val Lys Tyr Asn Gly Pro Glu Ser Gin Tyr Thr Lys Thr Ala 
85 90 95 

Gin Glu He Val Asn Val Cys Tyr Gin Thr Leu Thr Glu Tyr Asp 
100 105 110 



<210> 18 
<211> 111 
<212> PRT 

<213> Mesocricetus auratus 



<400> 18 

Leu Leu Asp Asp 

1 

He Val Thr Gin 
20 

His Pro Val Asn 
35 

Ser Pro Met Asp 
50 

Tyr Gin Ser Arg 
65 

Asn Ser Val Lys 



Gin Glu He Val 
100 



Asp Asp Gin Val 
5 

Lys Met Met Ala 



Lys Lys Phe Val 
40 

Leu Glu Thr He 
55 

Glu Ser Phe Leu 
70 

Tyr Asn Gly Ser 
85 

Asn Val Cys Tyr 



Ala Phe Ser Phe 
10 

Val Pro Asp Ser 
25 

Pro Asp Tyr Tyr 



Arg Lys Asn He 
60 

Asp Asp Val Asn 
75 

Glu Ser Gin Tyr 
90 

Gin Thr Leu Thr 
105 



He Leu Asp Asn 
15 

Trp Pro Phe His 
30 

Lys Val He Val 
45 

Ser Lys His Lys 



Leu He Leu Ala 
80 

Thr Lys Thr Ala 
95 

Glu Tyr Asp 
110 



<210> 19 
<211> 111 
<212> PRT 

<213> Homo sapiens 
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<400> 19 

Lys Pro Gly Arg Val Thr Asn Gin Leu Gin Tyr Leu His Lys Val Val 
1 5 10 15 

Met Lys Ala Leu Trp Lys His Gin Phe Ala Trp Pro Phe Arg Gin Pro 
20 25 30 

Val Asp Ala Val Lys Leu Gly Leu Pro Asp Tyr His Lys lie lie Lys 
35 40 45 

Gin Pro Met Asp Met Gly Thr lie Lys Arg Arg Leu Glu Asn Asn Tyr 
50 55 60 

Tyr Trp Ala Ala Ser Glu Cys Met Gin Asp Phe Asn Thr Met Phe Thr 
65 70 75 80 

Asn Cys Tyr lie Tyr Asn Lys Pro Thr Asp Asp lie Val Leu Met Ala 
85 90 95 

Gin Thr Leu Glu Lys He Phe Leu Gin Lys Val Ala Ser Met Pro 
100 105 110 



<210> 20 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Lys Pro Gly Arg Lys Thr Asn Gin Leu Gin Tyr Met Gin Asn Val Val 
15 10 15 

Val Lys Thr Leu Trp Lys His Gin Phe Ala Trp Pro Phe Tyr Gin Pro 
20 25 30 

Val Asp Ala He Lys Leu Asn Leu Pro Asp Tyr His Lys He He Lys 
35 40 45 

Asn Pro Met Asp Met Gly Thr He Lys Lys Arg Leu Glu Asn Asn Tyr 
50 55 60 

Tyr Trp Ser Ala Ser Glu Cys Met Gin Asp Phe Asn Thr Met Phe Thr 
65 70 75 80 

Asn Cys Tyr He Tyr Asn Lys Pro Thr Asp Asp He Val Leu Met Ala 
85 90 95 

Gin Ala Leu Glu Lys He Phe Leu Gin Lys Val Ala Gin Met Pro 
100 105 HO 



<210> 21 
<211> 111 
<212> PRT 

<213> Drosophila melanogaster 
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<400> 21 

Arg Pro Gly Arg 

1 

Met Lys Val lie 
20 

Val Asp Ala Lys 
35 

Gin Pro Met Asp 
50 

Tyr Trp Ser Ala 
65 

Asn Cys Tyr Val 



Gin Thr Leu Glu 
100 



Asn Thr Asn Gin 
5 

Trp Lys His His 



Lys Leu Asn Leu 
40 

Met Gly Thr lie 
55 

Lys Glu Thr lie 
70 

Tyr Asn Lys Pro 
85 

Lys Val Phe Leu 



Leu Gin Tyr Leu 
10 

Phe Ser Trp Pro 
25 

Pro Asp Tyr His 



Lys Lys Arg Leu 
60 

Gin Asp Phe Asn 
75 

Gly Glu Asp Val 
90 

Gin Lys lie Glu 
105 



He Lys Thr Val 
15 

Phe Gin Gin Pro 
30 

Lys He He Lys 
45 

Glu Asn Asn Tyr 



Thr Met Phe Asn 
80 

Val Val Met Ala 
95 

Ser Met Pro 
110 



<210> 22 
<211> 109 
<212> PRT 

<213> Sac char omyces cerevisiae 
<400> 22 

Asn Pro He Pro Lys His Gin Gin Lys His Ala Leu Leu Ala He Lys 
15 10 15 

Ala Val Lys Arg Leu Lys Asp Ala Arg Pro Phe Leu Gin Pro Val Asp 
20 25 30 

Pro Val Lys Leu Asp He Pro Phe Tyr Phe Asn Tyr He Lys Arg Pro 
35 40 45 

Met Asp Leu Ser Thr He Glu Arg Lys Leu Asn Val Gly Ala Tyr Glu 
50 55 60 

Val Pro Glu Gin He Thr Glu Asp Phe Asn Leu Met Val Asn Asn Ser 
65 70 75 80 

He Lys Phe Asn Gly Pro Asn Ala Gly He Ser Gin Met Ala Arg Asn 
85 90 95 

He Gin Ala Ser Phe Glu Lys His Met Leu Asn Met Pro 
100 105 



<210> 23 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 23 

Lys Lys Gly Lys Leu Ser Glu Gin Leu Lys His Cys Asn Gly lie Leu 
1 5 10 15 

Lys Glu Leu Leu Ser Lys Lys His Ala Ala Tyr Ala Trp Pro Phe Tyr 
20 25 30 

Lys Pro Val Asp Ala Ser Ala Leu Gly Leu His Asp Tyr His Asp lie 
35 40 45 

lie Lys His Pro Met Asp Leu Ser Thr Val Lys Arg Lys Met Glu Asn 
50 55 60 

Arg Asp Tyr Arg Asp Ala Gin Glu Phe Ala Ala Asp Val Arg Leu Met 
65 70 75 80 

Phe Ser Asn Cys Tyr Lys Tyr Asn Pro Pro Asp His Asp Val Val Ala 
85 90 95 

Met Ala Arg Lys Leu Gin Asp Val Phe Glu Phe Arg Tyr Ala Lys Met 
100 105 no 

Pro 



<210> 24 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 24 

Lys Lys Gly Lys 

1 

Arg Glu Met Leu 
20 

Lys Pro Val Asp 
35 

lie Lys His Pro 
50 

Arg Glu Tyr Pro 
65 

Phe Ser Asn Cys 



Met Ala Arg Lys 
100 

Pro 



Leu Ser Glu His 
5 

Ser Lys Lys His 



Ala Glu Ala Leu 
40 

Met Asp Leu Ser 
55 

Asp Ala Gin Gly 
70 



Tyr Lys Tyr Asn 
85 

Leu Gin Asp Val 



Leu Arg Tyr Cys 
10 

Ala Ala Tyr Ala 
25 

Glu Leu His Asp 



Thr Val Lys Arg 
60 

Phe Ala Ala Asp 
75 

Pro Pro Asp His 
90 

Phe Glu Met Arg 
105 



Asp Ser lie Leu 
15 

Trp Pro Phe Tyr 
30 

Tyr His Asp lie 
45 

Lys Met Asp Gly 



Val Arg Leu Met 
80 

Glu Val Val Ala 
95 

Phe Ala Lys Met 
110 



<210> 25 
<211> 113 
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<212> PRT 

<213> Drosophila melanogaster 
<400> 25 

Asn Lys Glu Lys Leu Ser Asp Ala Leu Lys Ser Cys Asn Glu lie Leu 
15 10 15 

Lys Glu Leu Phe Ser Lys Lys His Ser Gly Tyr Ala Trp Pro Phe Tyr 
20 25 30 

Lys Pro Val Asp Ala Glu Met Leu Gly Leu His Asp Tyr His Asp lie 
35 40 45 

lie Lys Lys Pro Met Asp Leu Gly Thr Val Lys Arg Lys Met Asp Asn 
50 55 60 

Arg Glu Tyr Lys Ser Ala Pro Glu Phe Ala Ala Asp Val Arg Leu lie 
65 < 70 75 80 

Phe Thr Asn Cys Tyr Lys Tyr Asn Pro Pro Asp His Asp Val Val Ala 
85 90 95 

Met Gly Arg Lys Leu Gin Asp Val Phe Glu Met Arg Tyr Ala Asn lie 
100 105 110 

Pro 



<210> 26 
<211> 113 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 26 

Lys Ser Lys Arg Leu Gin Gin Ala Met Lys Phe Cys Gin Ser Val Leu 
1.5 10 15 

Lys Glu Leu Met Ala Lys Lys His Ala Ser Tyr Asn Tyr Pro Phe Leu 
20 25 30 

Glu Pro Val Asp Pro Val Ser Met Asn Leu Pro Thr Tyr Phe Asp Tyr 
35 40 45 



Val Lys Glu Pro Met Asp Leu Gly 
50 55 

Trp Gin Tyr Gin Thr Met Glu Asp 
65 70 

Phe Lys Asn Cys Tyr Thr Phe Asn 
85 

Met Gly His Arg Leu Glu Glu Val 
100 



Thr lie Ala Lys Lys Leu Asn Asp 
60 

Phe Glu Arg Glu Val Arg Leu Val 
75 80 

Pro Asp Gly Thr lie Val Asn Met 
90 95 

Phe Asn Ser Lys Trp Ala Asp Arg 
105 110 



Pro 
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<210> 27 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Met Glu Met Gin Leu Thr Pro Phe Leu He Leu Leu Arg Lys Thr Leu 
1 5 10 15 

Glu Gin Leu Gin Glu Lys Asp Thr Gly Asn He Phe Ser Glu Pro Val 
20 25 30 

Pro Leu Ser Glu Val Pro Asp Tyr Leu Asp His He Lys Lys Pro Met 
35 40 45 

Asp Phe Phe Thr Met Lys Gin Asn Leu Glu Ala Tyr Arg Tyr Leu Asn 
50 55 60 

Phe Asp Asp Phe Glu Glu Asp Phe Asn Leu He Val Ser Asn Cys Leu 
65 70 75 80 

Lys Tyr Asn Ala Lys Asp Thr He Phe Tyr Arg Ala Ala Val Arg Leu 
85 90 95 

Arg Glu Gin Gly Gly Ala Val Val Arg Gin Ala Arg 
100 105 



<210> 28 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Ser Glu Asp Gin Glu Ala He Gin Ala Gin Lys He Trp Lys Lys Ala 
15 10 15 

He Met Leu Val Trp Arg Ala Ala Ala Asn His Arg Tyr Ala Asn Val 
20 25 30 

Phe Leu Gin Pro Val Thr Asp Asp He Ala Pro Gly Tyr His Ser He 
35 40 45 

Val Gin Arg Pro Met Asp Leu Ser Thr He Lys Lys Asn He Glu Asn 
50 55 60 

Gly Leu He Arg Ser Thr Ala Glu Phe Gin Arg Asp He Met Leu Met 
65 70 75 80 

Phe Gin Asn Ala Val Met Tyr Asn Ser Ser Asp His Asp Val Tyr His 
85 90 95 

Met Ala Val Glu Met Gin Arg Asp Val Leu Glu Gin He Gin Gin Phe 
100 105 110 



Leu 
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<210> 29 
<211> 106 
<212> PRT 

<213> Gallus gallus 
<400> 29 

Asn Leu Pro Thr Val Asp Pro lie Ala Val Cys His Glu Leu Tyr Asn 
15 10 15 

Thr lie Arg Asp Tyr Lys Asp Glu Gin Gly Arg Leu Leu Cys Glu Leu 
20 25 30 

Phe lie Arg Ala Pro Lys Arg Arg Asn Gin Pro Asp Tyr Tyr Glu Val 
35 40 45 

Val Ser Gin Pro lie Asp Leu Met Lys lie Gin Gin Lys Leu Lys Met 
50 55 60 

Glu Glu Tyr Asp Asp Val Asn Val Leu Thr Ala Asp Phe Gin Leu Leu 
65 70 75 80 

Phe Asn Asn Ala Lys Ala Tyr Tyr Lys Pro Asp Ser Pro Glu Tyr Lys 
85 90 95 

Ala Ala Cys Lys Leu Trp Glu Leu Tyr Leu 
100 105 



<210> 30 
<211> 112 
<212> PRT 

<213> Gallus gallus 



<400> 30 

Ser Ser Pro Gly 

1 

Val Ala Val Ala 
20 

Gin Lys Leu Pro 
35 

Lys Glu Pro lie 
50 

Thr Tyr Lys Ser 
65 

Lys Asn Ala Lys 



Ala Asn Ala lie 
100 



Tyr Leu Lys Glu 
5 

Thr Asn Pro Ser 



Ser Lys Val Gin 
40 

Asp Leu Lys Thr 
55 

lie His Ala Met 
70 

Thr Tyr Asn Glu 
85 

Lys Lys lie Phe 



lie Leu Glu Gin 
10 

Gly Arg Leu lie 
25 

Tyr Pro Asp Tyr 



lie Ala Gin Arg 
60 

Ala Lys Asp lie 
75 

Pro Gly Ser Gin 
90 

Asn Met Lys Lys 
105 



Leu Leu Glu Ala 
15 

Ser Glu Leu Phe 
30 

Tyr Ala lie lie 
45 

lie Gin Asn Gly 



Asp Leu Leu Ala 
80 

Val Phe Lys Asp 
95 

Ala Glu He Glu 
110 



<210> 31 
<211> 112 
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<212> PRT 

<213> Gallus gallus 
<400> 31 

Thr Ser Phe Met Asp Thr Ser Asn Pro Leu Tyr Gin Leu Tyr Asp Thr 
15 10 15 

Val Arg Ser Cys Arg Asn Asn Gin Gly Gin Leu lie Ser Glu Pro Phe 
20 25 30 

Phe Gin Leu Pro Ser Lys Lys Lys Tyr Pro Asp Tyr Tyr Gin Gin lie 
35 40 45 

Lys Thr Pro lie Ser Leu Gin Gin lie Arg Ala Lys Leu Lys Asn His 
50 55 60 

Glu Tyr Glu Thr Leu Asp Gin Leu Glu Ala Asp Leu Asn Leu Met Phe 
65 70 75 80 

Glu Asn Ala Lys Arg Tyr Asn Val Pro' Asn Ser Ala lie Tyr Lys Arg 
85 90 95 

Val Leu Lys Met Gin Gin Val Met Gin Ala Lys Lys Lys Glu Leu Ala 
100 105 110 



<210> 32 
<211> 113 
<212> PRT 

<213> Gallus gallus 
<400> 32 

Ser Lys Lys Asn Met Arg Lys Gin Arg Met Lys lie Leu Tyr Asn Ala 
15 10 15 

Val Leu Glu Ala Arg Glu Ser Gly Thr Gin Arg Arg Leu Cys Asp Leu 

20 N 25 30 

Phe Met Val Lys Pro Ser Lys Lys Asp Tyr Pro Asp Tyr Tyr Lys lie 
35 40 45 

lie Leu Glu Pro Met Asp Leu Lys Met lie Glu His Asn lie Arg Asn 
50 55 60 

Asp Lys Tyr Val Gly Glu Glu Ala Met He Asp Asp Met Lys Leu Met 
65 70 75 80 

Phe Arg, Asn Ala Arg His Tyr Asn Glu Glu Gly Ser Gin Val Tyr Asn 
85 90 95 

Asp Ala His Met Leu Glu Lys He Leu Lys Glu Lys Arg Lys Glu Leu 
100 105 HO 

Gly 



<210> 33 
<211> 115 
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<212> PRT 

<213> Gallus gallus 
<400> 33 

Lys Lys Ser Lys Tyr Met Thr Pro Met Gin Gin Lys Leu Asn Glu Val 
15 10 15 

Tyr Glu Ala Val Lys Asn Tyr Thr Asp Lys Arg Gly Arg Arg Leu Ser 
20 25 30 

Ala lie Phe Leu Arg Leu Pro Ser Arg Ser Glu Leu Pro Asp Tyr Tyr 
35 40 45 

lie Thr lie Lys Lys Pro Val Asp Met Glu Lys He Arg Ser His Met 
50 55 60 

Met Ala Asn Lys Tyr Gin Asp He Asp Ser Met Val Glu Asp Phe Val 
65 70 75 80 

Met Met Phe Asn Asn Ala Cys Thr Tyr Asn Glu Pro Glu Ser Leu He 
85 90 . 95 

Tyr Lys Asp Ala Leu Val Leu His Lys Val Leu Leu Glu Thr Arg Arg 
100 105 ' 110 

Glu He Glu 
115 



<210> 34 
<211> 112 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: see Jeanmougin et al . , 
Trends in Biochem. Sci. 22:151-153 (1997) 

<400> 34 

His Asn Ala Pro Phe Asp Lys Thr Lys Phe Asp Glu Val Leu Glu Ala 
1 5 10 15 

Leu Val Gly Leu Lys Asp Asn Glu Gly Asn Pro Phe Asp Asp He Phe 
20 25 30 

Glu Glu Leu Pro Ser Lys Arg Tyr Phe Pro Asp Tyr Tyr Gin He He 
35 40 45 

Gin Lys Pro He Cys Tyr Lys Met Met Arg Asn Lys Ala Lys Thr Gly 
50 55 60 

Lys Tyr Leu Ser Met Gly Asp Phe Tyr Asp Asp He Arg Leu Met Val 
65 70 75 80 

Ser Asn Ala Gin Thr Tyr Asn Met Pro Gly Ser Leu Val Tyr Glu Cys 
85 90 95 
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Ser Val Leu lie Ala Asn Thr Ala Asn Ser Leu Glu Ser Lys Asp Gly 
100 105 110 



<210> 35 
<211> 113 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: see Jeanmougin et al . , 
Trends in Biochem. Sci . 22:151-153 (1997) 

<400> 35 

Gly Thr Asn Glu He Asp Val Pro Lys Val He Gin Asn He Leu Asp 
15 10 15 

Ala Leu His Glu Glu Lys Asp Glu Gin Gly Arg Phe Leu He Asp He 
20 25 30 

Phe He Asp Leu Pro Ser Lys Arg Leu Tyr Pro Asp Tyr Tyr Glu He 
35 40 45 

He Lys Ser Pro Met Thr He Lys Met Leu Glu Lys Arg Phe Lys Lys 
50 55 60 

Gly Glu Tyr Thr Thr Leu Glu Ser Phe Val Lys Asp Leu Asn Gin Met 
65 70 75 80 

Phe He Asn Ala Lys Thr Tyr Asn Ala Pro Gly Ser Phe Val Tyr Glu 
85 90 95 

Asp Ala Glu Lys Leu Ser Gin Leu Ser Ser Ser Leu He Ser Ser Phe 
100 105 110 

Ser 



<210> 36 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Gly Thr Asn Glu He Asp Val Pro Lys Val He Gin Asn He Leu Asp 
15 10 15 

Ala Leu His Glu Glu Lys Asp Glu Gin Gly Arg Phe Leu He Asp He 
20 25 30 

Phe He Asp Leu Pro Ser Lys Arg Leu Tyr Pro Asp Tyr Tyr Glu He 
35 40 45 

He Lys Ser Pro Met Thr He Lys Met Leu Glu Lys Arg Phe Lys Lys 
50 55 60 

Gly Glu Tyr Thr Thr Leu Glu Ser Phe Val Lys Asp Leu Asn Gin Met 
65 70 75 80 
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Phe He Asn Ala Lys Thr Tyr Asn Ala Pro Gly Ser Phe Val Tyr Glu 
85 90 95 

Asp Ala Glu Lys Leu Ser Gin Leu Ser Ser Ser Leu He Ser Ser Phe 
100 105 110 

Ser 



<210> 37 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 37 

Ser Pro Asn Pro Pro Asn Leu Thr Lys Lys Met Lys Lys He Val Asp 
1 ' 5 10 15 

Ala Val He Lys Tyr Lys Asp Ser Ser Ser Gly Arg Gin Leu Ser Glu 
20 25 30 

Val Phe He Gin Leu Pro Ser Arg Lys Glu Leu Pro Glu Tyr Tyr Glu 
35 40 45 

Leu He Arg Lys Pro Val Asp Phe Lys Lys He Lys Glu Arg He Arg 
50 55 60 

Asn His Lys Tyr Arg Ser Leu Asn Asp Leu Glu Lys Asp Val Met Leu 
65 70 75 80 

Leu Cys Gin Asn Ala Gin Thr Phe Asn Leu Glu Gly Ser Leu He Tyr 
85 90 95 

Glu Asp Ser He Val Leu Gin Ser Val Phe Thr Ser Val Arg Gin Lys 
100 105 HO 

He Glu 



<210> 38 
<211> 113 
<212> PRT 

<213> Gallus gallus 
<400> 38 

Ser Pro Asn Pro Pro Lys Leu Thr Lys Gin Met Asn Ala He He Asp 
1 5 10 15 

Thr Val He Asn Tyr Lys Asp Ser Ser Gly Arg Gin Leu Ser Glu Val 
20 25 30 

Phe He Gin Leu Pro Ser Arg Lys Glu Leu Pro Glu Tyr Tyr Glu Leu 
35 40 45 

He Arg Lys Pro Val Asp Phe Lys Lys He Lys Glu Arg He Arg Asn 
50 55 60 
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His Lys Tyr Arg Ser Leu Gly Asp Leu Glu Lys Asp Val Met Leu Leu 
65 70 75 80 

Cys His Asn Ala Gin Thr Phe Asn Leu Glu Gly Ser Gin lie Tyr Glu 
85 90 95 

Asp Ser lie Val Leu Gin Ser Val Phe Lys Ser Ala Arg Gin Lys lie 
100 105 110 

Ala 



<210> 39 
<211> 114 
<212> PRT 

<213> Gallus gallus 



<400> 39 

Ser Pro Asn Pro Pro Asn Leu Thr 
1 5 

Ala Val lie Lys Tyr Lys Asp Ser 
20 

Val Phe lie Gin Leu Pro Ser Arg 
35 40 



Lys Lys Met Lys Lys lie Val Asp 
10 15 

Ser Ser Gly Arg Gin Leu Ser Glu 
25 30 

Lys Glu Leu Pro Glu Tyr Tyr Glu 
45 



Leu lie Arg Lys Pro Val Asp Phe Lys Lys He Lys Glu Arg He Arg 
50 55 60 

Asn His Lys Tyr Arg Ser Leu Asn Asp Leu Glu Lys Asp Val Met Leu 
65 70 75 80 

Leu Cys Gin Asn Ala Gin Thr Phe Asn Leu Glu Val Ser Leu He Tyr 
85 90 95 

Glu Asp Ser He Val Leu Gin Ser Val Phe Thr Ser Val Arg Gin Lys 
100 105 HO 

He Glu 



<210> 40 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 40 

Ala Lys Leu Ser Pro Ala Asn Gin 
1 5 

Ala Leu Phe Cys His Glu Pro Cys 
20 



Arg Lys Cys Glu Arg Val Leu Leu 
10 15 

Arg Pro Leu His Gin Leu Ala Thr 
25 30 



Asp Ser Thr Phe Ser Leu Asp Gin Pro Gly Gly Thr Leu Asp Leu Thr 
35 40 45 
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Leu lie Arg Ala Arg Leu Gin Glu Lys Leu Ser Pro Pro Tyr Ser Ser 
50 55 60 

Pro Gin Glu Phe Ala Gin Asp Val Gly Arg Met Phe Lys Gin Phe Asn 
65 70 75 80 

Lys Leu Thr Glu Asp Lys Ala Asp Val Gin Ser lie lie Gly Leu Gin 
85 90 95 

Arg Phe Phe Glu Thr Arg Met Asn Glu 
100 105 



<210> 41 

<211> 105 

<212> PRT 

<213> Mus musculus 

<400> 41 

Ala Lys Leu Ser Pro Ala Asn Gin Arg Lys Cys Glu Arg Val Leu Leu 
15 10 15 

Ala Leu Phe Cys His Glu Pro Cys Arg Pro Leu His Gin Leu Ala Thr 
20 25 30 

Asp Ser Thr Phe Ser Met Glu Gin Pro Gly Gly Thr Leu Asp Leu Thr 
35 40 45 

Leu lie Arg Ala Arg Leu Gin Glu Lys Leu Ser Pro Pro Tyr Ser Ser 
50 55 60 

Pro Gin Glu Phe Ala Gin Asp Val Gly Arg Met Phe Lys Gin Phe Asn 
65 v 70 75 80 

Lys Leu Thr Glu Asp Lys Ala Asp Val Gin Ser lie lie Gly Leu Gin 
85 90 95 

Arg Phe Phe Glu Thr Arg Met Asn Asp 
100 105 



<210> 42 
<211> 108 
<212> PRT 
<213> Mus sp. 

<400> 42 

Thr Lys Leu Thr Pro lie Asp Lys Arg Lys Cys Glu Arg Leu Leu Leu 
1 5 10 15 

Phe Leu Tyr Cys His Glu Met Ser Leu Ala Phe Gin Asp Pro Val Pro 
20 25 30 

Leu Thr Val Pro Asp Tyr Tyr Lys lie He Lys Asn Pro Met Asp Leu 
35 40 45 

Ser Thr He Lys Lys Arg Leu Gin Glu Asp Tyr Cys Met Tyr Thr Lys 
50 55 60 
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Pro Glu Asp Phe Val Ala Asp Phe Arg Leu lie Phe Gin Asn Cys Ala 
65 70 75 80 

Glu Phe Asn Glu Pro Asp Ser Glu Val Ala Asn Ala Gly lie Lys Leu 
85 90 95 



Glu Ser Tyr Phe Glu Glu Leu Leu Lys Asn Leu Tyr 
100 105 



<210> 43 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic bromodomain peptide 
<220> 

<221> MOD_RES 

<222> (1) . . (2) 

<223> Any amino acid 

<220> 

<221> MOD_RES 
<222> (4) . . (6) 

<223> Any- amino acid; this range may encompass 2-3 residues 
<220> 

<221> MOD_RES 
<222> (8) . . (15) 

<223> Any amino acid; this range may encompass 5-8 residues 
<220> 

<221> MOD_RES 
<222> (16) 

<223> Pro, Lys or His 
<220> 

<221> MOD_RES 
<222> (17) 

<22 3> Any amino acid 
<220> 

<221> MOD_RES 
<222> (19) 

<223> Tyr, Phe or His 



<220> 

<221> MOD_RES 
<222> (20) . . (24) 
<223> Any amino acid 

<220> 

<221> MOD_RES 
<222> (26) 

<223> Met, lie or Val 
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<400> 43 

Xaa Xaa Phe Xaa Xaa Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 

Xaa Tyr Xaa Xaa Xaa Xaa Xaa Xaa Pro Xaa Asp 
20 25 



<210> 44 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> synthetic bromodomain peptide 
<400> 44 

Trp Pro Phe Met Glu Pro Val Lys Arg Thr Glu Ala Pro Gly Tyr Tyr 
15 10 15 

Glu Val lie Arg 
20 



<210> 45 
<211> 101 
<212> PRT 

<213> Human immunodeficiency virus type 1 
<220> 

<223> Tat protein 
<400> 45 

Met Glu Pro Val Asp Pro Arg Leu Glu Pro Trp Lys His Pro Gly Ser 
15 10 15 

Gin Pro Lys Thr Ala Ser Asn Asn Cys Tyr Cys Lys Arg Cys Cys Leu 
20 25 30 

His Cys Gin Val Cys Phe Thr Lys Lys Gly Leu Gly lie Ser Tyr Gly 
35 40 45 

Arg Lys Lys Arg Arg Gin Arg Arg Arg Ala Pro Gin Asp Ser Lys Thr 
50 55 60 

His Gin Val Ser Leu Ser Lys Gin Pro Ala Ser Gin Pro Arg Gly Asp 
65 70 75 80 

Pro Thr Gly Pro Lys Glu Ser Lys Lys Lys Val Glu Arg Glu Thr Glu 
85 90 95 

Thr Asp Pro Glu Asp 
100 

<210> 46 
<211> 9 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (7) 

<22 3> Any amino acid 

<400> 46 

Tyr Gly Arg Lys Xaa Xaa Xaa Arg Gin 
1 5 



<210> 47 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<400> 47 ^ 

Ser Tyr Gly Arg Lys Lys Arg Arg Gin Arg 
15 10 



<210> 48 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 
<222> (2) . . (5) 

<2 23> Any amino acid; this range may encompass 2-4 residues 
<220> 

<221> MOD_RES 
<222> (7) . . (10) 

<223> Any amino acid; this range may encompass 2-4 residues 
<220> 

<221> MOD_RES 
<222> (12) . . (15) 
<223> Any amino acid; 

<220> 

<221> MOD_RES 
<222> (17) . . (19) 
<223> Any amino acid; 



this range may encompass 2-4 residues 



this range may encompass 1-3 residues 
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<220> 

<221> MOD_RES 

<222> (21) * - - 

<223> lie, Leu, Met or Val 

<400> 48 

Phe Xaa Xaa Xaa Xaa Val Xaa Xaa Xaa Xaa Glu Xaa Xaa Xaa Xaa Tyr 
1.5 10 15 

Xaa Xaa Xaa Val Xaa 
20 



<210> 49 
<211> 62 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic bromo domain peptide 
<400> 49 

Phe Met Glu Pro Val Lys Arg Thr Glu Ala Pro Gly Tyr Tyr Glu Val 
15 10 15 

lie Arg Phe Pro Met Asp Leu Lys Thr Met Ser Glu Arg Leu Lys Asn 
20 25 30 

Arg Tyr Tyr Val Ser Lys Lys Leu Phe Met Ala Asp Leu Gin Arg Val 
35 40 45 

Phe Thr Asn Cys Lys Glu Tyr Asn Ala Ala Glu Ser Glu Tyr 
50 55 60 



<210> 50 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> acetylated lysine 

<400> 50 

Ser Tyr Gly Arg Xaa Lys Arg Arg Gin Arg Cys 
15 10 

<210> 51 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> acetylated lysine 

<400> 51 

Ser Ala Gly Arg Xaa Lys Arg Arg Gin Arg Cys 
1 5 10 

<210> 52 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> acetylated lysine 

<400> 52 

Ser Tyr Gly Ala Xaa Lys Arg Arg Gin Arg Cys 
15 10 

<210> 53 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> acetylated lysine 

<400> 53 

Ser Tyr Gly Arg Xaa Ala Arg Arg Gin Arg Cys 
15 10 

<210> 54 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> acetylated lysine 
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<400> 54 

Ser Tyr Gly Arg Xaa Lys Ala Arg Gin Arg Cys 
15 10 



<210> 55 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> acetylated lysine 



<400> 55 

Ser Tyr Gly Arg Xaa Lys Arg Ala Gin Arg Cys 
15 10 



<210> 56 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223> acetylated lysine 



<400> 56 

Ser Tyr Gly Arg Xaa Lys Arg Arg Ala Arg Cys 
15 10 

<210> 57 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> acetylated lysine 

<400> 57 

Ser Tyr Gly Arg Lys Xaa Arg Arg Gin Arg Cys 
1 5 10 



<210> 58 
<211> 11 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<220> 

<221> MOD_RES 

<222> (7) . . (7) 

<223> acetylated lysine 

<400> 58 

Thr Asn Cys Tyr Cys Lys Xaa Cys Cys Phe His 
15 10 



<210> 59 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic histone H4 AcK16 peptide 
<220> 

<221> MOD_RES 

<222> (16) . . (16) 

<223> acetylated lysine 

<400> 59 

Ser Gly Arg Gly Lys Gly Gly Lys Gly Leu Gly Lys Gly Gly Ala Xaa 
15 10 15 

Arg His Arg Lys 
20 

<210> 60 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic HIV-1 Tat peptide 
<400> 60 

Ser Tyr Gly Arg Lys Lys Arg Arg Gin Arg Cys 
1 5 10 

<210> 61 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> hexahistidine tag 
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<400> 61 

His His His His His His 
1 5 



<210> 62 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<220> 

<2 21> MOD_RES 
<222> (8) 

<223> acetyl lysine 
<400> 62 

Ser Gly Arg Gly Lys Gly Gly Xaa Gly Leu Gly Lys 
15 10 



<210> 63 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<220> 

<221> MOD_RES 
<222> (7) 

<223> acetyl lysine 
<400> 63 

Arg Lys Ser Thr Gly Gly Xaa Ala Pro Arg Lys Gin 
15 10 



